TABLE 1: Genotype results for all four lab groups tested.

Genotypes | Monday Tuesday Weds. 1:30 . Weds. 5:00
(gel results) (Zoghhy) (RJ) (Warrick) O’'Dor nell
T 5 2 3 4
Tt 7 7 4 9
tt 6 7 4 4
Undetermined 0 1 3 [ o
Gel results
Phenotypes
T_ (taster) 10 1 12 13
tt (non-taster) ‘ 6 6 2 4
Discussion:

M\y\ by regdudun, Voo hyeotesn,

Before beginning any other relevant expe rimentation, | would first retest my DIVA to irovide
conclusive data that confirms my genotype as a PTC taster. An experiment that essentiz [ly mc dels this
could be conducted on other genes within the human genome. Other experiments could incli de
mutations to this gene through use of mutagenesis process that would examine the importan ze of other G@/’!}[
nucleotides on the gene and the specific proteins created by this gene. The expzriment condi cted on
the PTC taster gene (or other more easily determined genes in the human gencme) are simpl stic
versions of gene tests geneticists would run on patients to determine an individual’s genotyp: .

From this experiment, | was able to identify the genotype of a small portion of ry ger ome. This
demonstrates the advancement of genetics in recent decades. With this progression in geneti s,

mutations in an individual’s genome and the likelihood of an individual to pass on this mutatic n to P\M
offspring or for other family members to possess this mutation can be determiried. It is mpor ant for ’,%‘-S o
doctors and scientists to understand the mechanisms of DNA, its mutations, and repair proce: ses; these Jut»
mutations have led to the evolution of species over time. By making further advancemeits in he study U e Cr
of genetics, scientists would be able to gain a more detailed grasp of the evolutionary process in the b i
past, present, and in the future. The genotype data collection from my lab group and all lab gr yups W |
demonstrates the consistency of genotypic ratios within a population: the percentages calculz ted from P'“M
the values on the table are very close to normal percentages of taster vs. non-taster in a large T?‘j’;}.\;)
population.

The evolutionary process is also modeled in the comparisons of sequences from the ok af“.'m

bioinformatics. All three of the primate sequences appear to be tasters because their genesn ore % M S
closely resemble the human PTC taster sequence. This suggests that the bitter taste rece otor i . more M
important in primates but, through evolution, humans no longer necessitated this trait to surv ve (so the Mﬂ
SNPs continued on into offspring). The bonobo and the chimpanzee seem to be more closely r :lated in [ g
the taste receptor gene, though the chimpanzee and the gorilla also seem to possess similariti 's. The r,rw"ﬂ
gorilla most closely resembles the human being, which makes sense from an evclutionary star dpoint.



